Proteins were extracted from cultured cells using a modified buffer, and immunoprecipitation and immunoblot analyses with corresponding antibodies were performed as described previously 1 .
purity was identified via gel staining with GelCode Blue Staining.
Gel Filtration Analysis
One milliliter of nucleus lysate with the concentration of 2mg/ml or the purified His-KAT2A catalytic domain with the concentration of 4mg/ml was injected into an AKTA Purifier system with HiPrep TM 16/60 Sephacryl TM S-300 High Resolution column for molecular weight-dependent fractionation. The nucleus was isolated from the WT Flag-rKAT2A overexpressing HEK293T cells and lysed with lysis buffer (0.5% Triton X-100, 150mM NaCl, 50mM Tris-HCl, 0.5mM EDTA, pH 7.5, supplemented with protease inhibitor cocktail). The purified his-KAT2A catalytic domain was obtained via the description above.
Crystallization and structure determination
The purified recombinant KAT2A catalytic domain was dialyzed with 20 mM HEPES-NaOH (pH 7.5) and 150 mM NaCl and concentrated to 4 mg/ml for crystallization. Structure figures were prepared using the PyMOL molecular graphics system (version 1.2r3pre).
The coordinates were deposited at the Research Collaboratory for Structural Bioinformatics (RCSB) Protein Data Bank. 
Supplementary references

